and betaine. Does not utilize monosaccharides other than fructose, citrate, sebacate, tartrate, or trimethylamine.
The guanine-plus-cytosine content of the DNA ranges from 69.8 to 71.2 moles percent (mol%) (9) . We propose * Corresponding author NCIB 12249T (Pseudomonas strain 1 [16] ), which was isolated from a fermentor operating with formaldehyde as a sole carbon source, as the type strain. As a result of recent work, including DNA-DNA homology studies (9) , we also propose that the following strains be considered as strains of M . rhodesianum: Pseudomonas sp. strains NCIB 10598 and 10611, strain M159-1 (13), Rhodes-Roberts strain CS51, and NCIB 12440 "Corynebacterium rubrum." (It should be noted that the National Collection of Industrial Bacteria strain of "C. rubrum" is different from the strain deposited in the DSM as DSM 1857). Other strains assigned to this species solely on the basis of phenotypic data are listed in Table 1 .
Methylobacterium zatmanii sp. nov. (zat.man'i.i M. L. m. noun zatmanii, named after the British biochemist L. J. Zatman for his work on the bacterial metabolism of onecarbon compounds.) Mode of respiration, colony and cell morphology, flagellar arrangement, Gram reaction, and oxidase and catalase as previously described (6) .
Grows at 20 and 37°C but not at 10°C. Growth factors are not required. Casein, cellulose, gelatin, lecithin, Tweens, and DNA are not degraded. Urease is produced, but pgalactosidase, indol, and H2S are not. The methyl red and Voges-Proskauer tests are negative. Nitrate is not reduced, Susceptible to kanamycin, tetracyclines, novobiocin, neomycin, gentamycin, albamycin T, streptomycin, cephalothin, framycetin, and cephaloridine but resistant to nalidixic acid, oleandomycin, spiramycin, polymyxin B, colistin sulfate, penicillin G, and bacitracin.
The following compounds serve as sole carbon sources: fructose, glycerol, malonate, succinate, fumarate, 2-oxoglutarate, lactate, malate; acetate, pyruvate, ethanol, propylene glycol, methanol, monomethylamine, ethylamine, and formate. Some strains utilize tartrate and trimethylamine. Does not utilize monosaccharides other than fructose, citrate, sebacate, aspartate, glutamate, or betaine.
The guanine-plus-cytosine content of the DNA ranges from 69.4 to 70.3 mol% (9); for the type strain, this value is 70.3 mol%.
We propose NCIB 12243T (Pseudomonas strain 135 [16] ), which was isolated from a fermentor operating with formaldehyde as a sole carbon source, as the type strain. As a result of recent work, including DNA-DNA homology studies (9), we also propose that the following strains be considered as strains of M . zatmanii: Pseudornonas spp. strains NCIB 10604,10609, and 10610. Other strains assigned to this species solely on the basis of phenotypic data are listed in Table 1 (13) Kirikova (12) Heumann ( region of Japan). Mode of respiration, colony and cell morphology, flagellar arrangement, Gram reaction, and oxidase atnd catalase as for the type species. Grows at 15 and 37°C. Some strains grow at 10°C. Growth
Other strains assigned to this species solely on the basis of phenotypic data are listed in Table 1. factors are not required. Gelatin, starch, cellulose, lecithin,
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DNA, casein, and Tweens are usually not degraded. Urease is produced, but indol, H,S, P-galactosidase, L-ornithine and r.-lysine decarboxylases, and L-arginine dihydrolase are not. Methyl red and Voges-Proskauer tests are negative. Nitrate is not reduced by most strains. Sensitive to kanamycin, tetracyclines, gentamicin, alhamycin T, streptomycin, and framycetin but resistant to rialidixic acid, oleandomycin, polymyxin B, colistin sulfate, penicillin G, and bacitracin.
The following compounds can serve as sole carbon sources: D-glucose, L-arabinose, D-xylose, D-fucose, D-galactose, glycerol, malonate, succinate, fumarate, L-aspartate, L-glutamate, sebacate, 2-oxoglutarate, lactate, malate, acetate, pyruvate, citrate, citraconate, ethanol, methanol, and propylene glycol. Some strains can utilize fructose. Monomethylamine, trimethylamine, and betaine are not utilized. Grows on peptone-rich nutrient agar (Oxoid CM55).
The guanine-plus-cytosine content of the DNA ranges from 70.8 to 71.8 mol% (9); for the type strain, this value is 71.8 mol%.
We propose NCIB 12417T (= strain 0-31 [13] ) as the type s,train. As a result of recent work, including DNA-DNA homology studies (9) , we also propose that strains 45, 269, and 617 (13) be considered as strains of M . fujisawaense.
